HER2-mutant advanced tumors
Enrolled and Received
Treatment (n=268)*
[datacut October 19, 2018]

Neratinib Neratinib + Other
monotherapy fulvestrant Cohorts
(n=34) (n=47) (n=187)
I
HR+ HR- HR+
(n=23) (n=11) (n=47)
I I |
I
Evaluable for
efficacy analysis
(n=81)
Excluded
* No material (n=16)
* QC failure (n=4)
* Non-evaluable (n=5)
MSK-IMPACT
central sequencing
(n=56)

Pre-treatment samples
* Fresh biopies (n=18)
* Archival (n=31)

* cfDNA (n=7)

Excluded
* No ERBB2 (n=6)
* Non-evaluable (n=3)

Co-mutation
genomic
analysis (n=47)

Paired pre-post analysis
* Biopsy & cfDNA (n=3)
* Biopsy (n=6)
* cfDNA (n=13)

* By local testing

Supplementary Figure S2. Overall sequencing CONSORT diagram.
Flow diagram of study patients and analyzed biospecimens processed
through and selected for central sequencing using MSK-IMPACT and

Guardant360.

cfDNA, cell-free DNA; FFPE, formalin-fixed paraffin-.embedded;

MSK-IMPACT, Memorial Sloan Kettering-Integrated Mutation Profiling of Actionable

Cancer Targets; QC, quality control.



